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next generation sequencing PR4.28, PR8.45
N-glycosylation PS4.5, PR8.1

Nitrogen PR1.52, PR4.7, PR4.36, PR7.8, PR7.9, PR8.31, PR8.42
NMR PR1.53

non ribosomal peptide PR8.34, PR9.11

non-host resistance PR4.45

nosocomial infections PR1.64, PR1.65

NPR1 PR4.20

Nrgl PS1.1

NRPS PR9.11

nutrient acquisition and signaling PR4.69, PR7.31

Obestatin PR8.61

Obligate Biotrophy PS3.1

Oomycete PS4.4

Organ Specificity PR4.62

Organismic Interaction PR4.64

Ornithine PR1.25, PR1.62

Osmotic Stess PR7.18, PR7.21

Oxalate Decarboxylase PR8.46

Oxalic Acid PR8.46

Oxidative Burst PR4.44

Oxidative Stress PR6.4, PR7.5, PR8.54
Oxylipins PR1.15

oxysporum PR1.73

P450 PR8.30

PAL PR4.17, PR4.20

parasexual development PR2.15

Pathogen PR3.26, PR3.27, PR3.31, PR4.46, PR4.58, PS6.2, PR10.14
Pathogen emergence PR3.37

Pathogenesis PR3.27, PR4.52, PR4.72
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Pathogenicity PR1.18, PR1.57, PR1.74, PR2.2, PR4.10, PR4.32, PR7.37, PR4.40, PR4.74
pathogenicity chromosome(s) PS4.8

Pathogenicity Factor PR4.26, PR4.65

Pathogenicity Genes PR4.41

Pathogenicity Screen PR4.47

P-body PR1.46

Pectin PR1.27

Pectinases PR4.40

Penicillin PR2.5, PR8.21, PR8.23, PR8.28, PR10.5
Penicillium PR1.51, PR3.30

Penicillium chrysogenum PR2.5, PR4.14, PR8.10, PR8.21, PR8.23, PR8.28, PR10.5
Penicillium digitatum PR4.40, PR9.4

Penicillum expansum PR4.14, PR10.6

Peptide expression PR8.61

Peptide synthetase PR8.25, PR8.39

Perithecia PR1.37, PS7.4, PR8.16
Peroxidase PR4.44

Peroxisomes PR1.4, PR1.11, PR1.40, PR1.43
pH sensing PR7.35

Phaeosphaeria PS3.5, PR10.13

Phagocytosis PR7.1

Phanerochaete chrysosporium PR3.9

Phenotypic plasticity PR7.28

Pheromone PR1.18, PR1.75, PS2.6, PS2.7, PR7.7
Phlebia radiata PR3.28
Phosphatidylinositolphosphate PS1.7, PR1.53, PR1.77
phosphoinositide PS1.7

phospholipase D PL1.2

phospho-proteomics PR7.25

Phosphorylation PS1.1, PR2.13

Photobiology PR7.14

Photodynamic toxin PS6.4

phylogenomic analysis PR3.12

Phylogeny PR1.50, PR2.3, PR3.14, PR3.26, PR3.27, PR10.14, PR10.20
Phytoalexins PR4.60

phytohormones and IAA-biosynthesis PR4.43

Phytophthora PL1.2

Phytotoxicity PR7.15

Phytotoxin PR10.7

Pichia pastoris expression system PR9.6

Piriformospora indica PR4.31

planktonic PR8.22

plant cell wall degradation PR1.27, PR8.67

plant microbe interaction PR4.7

Plant Pathogen PR1.45, PR3.17, PR3.29, PR3.33, PR4.21, PR4.28, PR4.32, PR4.56, PR4.60, PR4.69, PR7.35, PR9.1
plasma membrane PR1.53, PR1.77, PR7.23
Plectosphaerella cucumerina PR4.15

Pleurotus PR3.7, PR8.3, PR8.7

Podospora PS2.2, PS5.5, PS6.5, PR8.24
polarisome PS1.3

polarity PR1.13,PS1.4

polyamines PR1.62

Polyketide PL3.3, PR3.13, PR8.34
Polyketide Synthase PR1.67, PR7.15, PS8.3, PR8.14, PR8.16, PR8.20, PR10.7
Polysaccharide Degradation PR3.10, PR8.18, PR8.66
Population genetics PS3.3

Postharvest PR4.14

Post-transcriptional suppression PR10.15

potato PR4.58, PR10.18

PR genes PR4.17, PR4.20

premature polyadenylation PR10.15

premeiotic recombination PS3.8

prfl PR2.1

programmed cell death PR4.45

promoter study PS8.6

Proteases PR3.16, PR3.35, PR4.22, PR8.60
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protein body formation
protein evolution

protein expression platform
Protein Glycosylation
protein interaction

Protein Kinase

protein phosphatases
Protein production

protein secretion
protein-protein interaction
Proteome

Proteomics

Prunus

Pseudomonas fluorescens
gRT-PCR

QST/GST comparisons

QTL

quantitative proteomics
Quantitative Real-Time PCR
Rac

Rad52

Ramularia collo-cygni

Ras protein

reactive nitrogen intermediates
Reactive Oxygen Species
real-time PCR

receptor

recombinant protein production
redox homeostasis
Redox-enzymes

Regulation and Development
Regulatory Variation
repeated DNA
repeat-induced point mutation
repetitive elements
retrotransposon

RGS protein

Rhizoctonia solani

Rhol

RHO-GTPases
Rhynchosporium commune
Rice blast

RIP

RNA interference

RNA silencing

RNA transport

RNA-binding protein
RNA-dependent RNA Polymerases
RNA-Seq

Root endophyte

Root hairs

ROS

RT-qPCR

Rubellin

RXLR effector target
RX-RGS domains
saccharification
Saccharomyces cerevisiae
Safflower

SAGA complex

SAGA/ADA complex
Salicylate hydroxylases
Salicylic acid

Saprolegnia parasitica
scaffold protein

scanning electron microscopy
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PRS.9
PR3.43

PRS.1

PR9.9

PR8.35

PR1.2, PR7.24, PR9.8
PR1.2

PR4.1, PR8.52

PR8.29

PRS5.1

PR1.30, PR1.45, PR8.40, PR8.43, PR8.52
PR1.27, PR4.10, PS6.3
PR8.58

PR8.57

PR2.12

PR7.28

PR3.20

PRS.11

PS5.6

PR1.59

PR3.22

PR2.8, PS6.4

PR2.10

PR6.5

PR4.4, PR4.5, PR6.6, PR7.10
PR1.55, PR10.1, PR10.2
PR1.18

PRS.29

PR1.4, PR6.6

PRS.43

PL6.1

PS3.2

PL2.1

PS3.8

PS5.7

PR4.42

PR7.33

PR4.17, PR4.18, PR4.19, PR10.18
PR1.1

PR1.42

PR7.28

PR4.2

PS3.8

PR4.68

PR1.12, PR1.20, PR1.55, PR4.56, PR4.70, PR8.28
PR1.13

PR1.74

PR1.12, PR1.20

PR1.45, PS2.4, PR3.7, PR3.18, PR4.29, PR4.32, PR7.27, PR8.51
PR4.30

PR4.64

PS6.2, PL6.2, PS6.3, PR6.3, PR6.4
PR4.55, PR8.46

PS6.4

PL1.2

PR7.33

PRS.18

PS5.3, PR6.4, PR8.17
PR4.19

PR7.20

PR4.38

PR4.61

PR4.37

PS4.4

PR1.33

PR10.8
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Schizophyllum
sclerotium

SDF-2 peptide

Sec7

Secondary Metabolism

Secondary Metabolite
Second-generation ethanol
secreted effector
Secreted enzymes
Secretion

Secretome

sensing

sensitivity to high temperature
Septation

Septin

Septoria

Septoria tritici
Sequencing

sexM

sexP

Sexual Development
sexual recombination
sexual reproductive system
Shiitake

Siderophores

Signal transduction
Signalling

silenced gene clusters
silent gene cluster
simple sequence repeat
Single Nucleotide Polymorphism
siRNA

sMTOC

Smut Fungi

SoD

Sodiumnitrate

Soil fungi

Solanapyrone

SOLiD

Solid-state fermentation
Sordaria macrospora
South Africa

SPA-2

Speciation

Spermagonia
splinkerette-PCR

Spores

Sporisorium reilianum
SptC

Stagonospora
Staurosporine

Stell

Stel2

Ste7DD

stone fruits
Streptomyces

Stress

STRIPAK

structure modelling
subcellular localization
submerged fermentations
Sugar uptake

sulfate transport
superSAGE

Surface hydrophobicity
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PR1.30, PR2.6, PR2.9, PR2.10, PR2.12

PR10.9
PR4.65
PR1.70

PR1.29, PL3.1, PS3.7, PR3.13, PR4.35, PR4.63, PR4.66, PR7.24, PR7.10, PS8.3, PR8.23, PR8.25,

PR8.31, PR8.50, PR8.59

PL3.3, PR4.46, PR8.5, PR8.16, PR8.34

PR8.26

PR4.50, PR7.23
PR4.37, PR4.41
PR1.51, PR1.72, PR2.2
PR8.3, PR8.11, PR8.43
PS7.4, PS7.7, PR7.17
PR1.22, PR1.23
PR1.42, PR1.44
PR1.60

PR8.30

PR4.16

PR3.25

PS2.5

PS2.5

PR1.33, PS2.1, PS2.7, PR3.19, PR6.3, PR7.2, PR7.36

PR2.5
PR2.3
PS3.4

PR1.25, PR1.28, PR1.40, PR1.41, PR1.62

PR2.10, PR7.11, PR7.3
PR4.76, PS7.3, PS7.5, PS9.6
PS8.3

PR4.46

PR8.27

PR3.5

PR8.28

PR1.43

PR3.36, PR4.75

PS6.5

PR4.35

PR4.64

PR7.15

PR4.59

PR8.40

PR1.26, PR2.13, PR6.3, PR7.29

PR8.27
PS1.3
PR3.37
PR2.8
PR8.48
PR8.8
PR4.28, PR4.60
PR7.20
PS3.5, PS4.7
PR1.14
PR7.7
PR1.75
PR1.75
PR4.3

PS8.7

PR1.41, PR1.46, PR2.4, PR4.4, PR4.5, PR6.2, PR6.4, PR7.1, PS7.4

PR1.26, PR2.13
PS7.6

PR7.8

PR8.53

PR4.69

PR4.58

PR8.63

PR9.11
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susceptibility testing
Symbiosis

Synteny

Tandem-affinity purification
Taphrina

taxonomy

Temperature adaptation
tenellin

terrein

thallic complexity
thermophilic fungi
Thiabendazole resistance
thiamine biosynthesis
thioredoxin system

Tip growth

Tomato

transcription factor

transcriptome analysis

transformation
Transition bias
Translocation
transmembrane receptor
transport

Transposon

Tri genes

Trichoderma

Trichoderma reesei
Tricholoma
Trichophyton rubrum
Trichothecene
Trisporic acids
Triticum aestivum
Triticum durum
TUP1

two dimesional gel electrophoresis
UPR

Ustilago

Ustilago hordei
Ustilago maydis

Vacuolar H+-ATPase
vacuole

Vector

vegetative hyphal fusion
velvet complex
Venturia inaequalis
Verticillium

vesicle transport
virulence

Wheat

White-Collar
white-rot fungi
whole genome
wood decay
Woronin body
Xenobiotic

XInR

yeast

yeast deletion library
Zea mays
Zygomycetes
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PR10.12
PR1.63, PR4.23, PR4.78, PS5.6, PL6.2

PS3.6

PR2.13, PR4.38, PR7.29

PR3.31

PR3.27

PR7.28

PRS.20

PR10.7

PR1.5

PRS.18

PR10.6

PR6.4

PR6.6

PR1.17

PR3.8, PR4.71

PR1.29, PR1.36, PR1.56, PR1.57, PR3.21, PR4.29, PR4.72, PR4.76, PR7.2, PR7.6, PR7.8,
PR7.19, PR7.24, PR7.34, PR7.36, PS8.1, PRS.7, PR8.49, PR8.50, PR10.5, PR10.9
PR1.5, PR1.45, PR1.71, PS2.4, PR2.9, PR3.6, PR3.16, PR3.28, PR4.25, PR4.71, PR7.1,
PS7.7, PR7.24, PR8.5, PR8.37, PR8.40, PR8.42, PR8.52

PR1.55, PR2.8, PRS.44

PR3.22

PS4.4

PR7.11

PR1.14, PR1.61, PR4.58, PR5.1, PR8.51

PR3.8, PR3.32, PRS.48, PR10.15

PR7.5

PR1.3, PR1.10, PR1.48, PR1.59, PR1.72, PR1.78, PS2.7, PR3.5, PR3.16, PR3.43, PR4.53,
PR4.57, PR7.11, PR7.31, PR8.9, PR8.36, PR8.37, PR8.47, PR8.61, PR8.64, PS9.5, PR10.11,
PR10.20

PR8.53

PR4.42, PR4.64, PR4.70

PR7.26, PR7.27

PR1.7, PR4.9, PR7.5

PS2.5, PR2.14

PR4.27

PRS.48

PR2.1

PR1.30

PR2.2

PR1.74, PR2.2, PS2.6, PR7.33, PR7.36

PR4.45

PR1.13, PR1.60, PR2.1, PS4.5, PR4.7, PR4.44, PR4.45, PR4.54, PR4.61, PR4.65, PR4.69,
PR4.73, P4.75, PR4.76, PR7.25, PRS.1, PS9.4

PR9.3

PR1.38, PR1.41

PRS.44

PR1.16

PRS.21, PR8.23

PR4.6

PR1.45, PR3.17, PR4.10, PR7.37

PR1.39

PS7.2, PR4.21, PR4.47, PR6.5, PR7.17, PR7.23

PS4.7, PR10.1

PR7.6, PR7.10

PR3.28, PR8.3, PR8.46, PR8.56

PR3.11, PR3.39

PR3.28, PR8.43

PR1.11

PR8.30

PR3.10, PR7.22, PR7.30, PR8.12

PR4.3, PR5.1, PR3.31, PR7.37, PR9.2

PRS.17

PR10.2

PS2.5, PR2.15
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